PP-116 The prevalence of hepatitis delta virus (HDV) and different ethnical groups in Sind, Pakistan  by Bhatti, T.A. & Sadik, M.
S78 Abstracts, 5th DICID
Conclusions: There were skewed Treg/Th17 ratios during
HBV infection. The imbalance of Treg/Th17 ratios existed
in CHB and ACHBLF patients and the imbalanced expression
of Treg/Th17 cells might contribute to HBV persistence.
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Background and Aim: In Asia-Paciﬁc region HBeAg infection
along with HDV is a major health concern. Approximately
18 million people are estimated to be involved in HDV
infection. The trend of HDV disease is almost decreasing
from the European region, but increasing in South
Asia countries due to favorable spreading conditions for
Hepatitis B and other related diseases. The true existing
data are not available from most of the countries including
the Pakistan. We studied the prevalence of HDV infection
among different ethnical groups in Sind, Pakistan.
Method: The data collected from 533 total patients of
the two major hospitals of two different cities of province
Sind, Pakistan which were presenting the ISRA University,
Hyderabad and Aga Khan University Karachi in last three
years. Among them we found 480 patients of HBeAg with
HDV positive DNA PCR detectable.
Results: We found in our study that the prevalence of HDV
was 40% based on antibody results among the patients
serum who were attending the tertiary care hospitals
for detection of HBsAg. The mean age was 32.67 years
(median 31.00 years, range 3 80). Males were more affected
424 (79.5%) as compared to the female 109 (20.4%). The
ethnically the Sindhi speaking were 67%, Urdu 14%, pathan
6.6%, Balochi 8.1% and rest were in the others. Moreover,
the study showed that 415 (77.8%) were literate people, we
further divide the ethnic groups into two Sindhi and Non-
Sindhi categories, among them 51 positive and 12 positive
cases were found respectively on the bases of HDV RNA
Qualitative test.
Conclusion: The Prevalence of HDV infection among our
region of Pakistan seems to be very high and increasing in
Sindhi rural areas, which is alarming situation. This infection
occurred in all age groups particularly in the males because
they are frequently exposed to the spreading risk factors.
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Background: To compare the HBV DNA change in CHB
patients with spontaneous decrease of HBV DNA during
different periods.
Methods: Dynamic change of HBV DNA level was observed
for 12 weeks in 136 cases with admission HBV DNA level
above 10,000 copies/mL. All patients had never been
treated with antiviral or immunoregulatory drugs during
this period. HBV DNA detection was carried out every two
weeks. These patients were divided into three groups (A,
B and C) who underwent spontaneous decrease of HBV DNA
during the ﬁrst, second and third 4 weeks, respectively. HBV
DNA baselines, minimum level and changing degree of HBV
DNA were compared among these three groups. All the data
were analyzed by software SPSS 13.0.
Results: The number (ratio) of group A, B and C was
93 (68.4%), 31 (22.8%) and 12 (8.8%), respectively. HBV
DNA baseline of these three groups were (7.27±0.99)
lgcopies/ml, (7.05±1.03) lgcopies/ml and (7.56±1.05)
lgcopies/ml, respectively. There was no signiﬁcant
difference statistically (F = 1.221, P = 0.298). Minimum HBV
DNA of group A ((3.99±1.08) lgcopies/ml) was higher than
that of B ((3.19±0.75) lgcopies/ml) and C ((3.04±0.84)
lgcopies/ml), P < 0.05, while there was no signigicant
difference between group B and C (P > 0.05). Changing
degree of HBV DNA of group A ((3.29±0.98) lgcopies/ml)
was lower than that of B ((3.86±1.05) lgcopies/ml) and
C ((4.53±1.38) lgcopies/ml), P < 0.05. while there was no
signigicant difference between group B and C (P > 0.05).
Conclusions: The number of patients with spontaneous
decrease of HBV DNA during the ﬁrst 4 weeks is the most
than during the second and third 4 weeks. These patients
had higher minimum HBV DNA and lower changing degree
of HBV DNA than others.
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Background: The syndrome is generalization to whole
response of a human disease pathology and physiological
changes. Syndrome of chronic hepatitis B is complex. In
this paper, based on clinical symptoms of 1003 chronic
hepatitis B patients, we study the common symptoms and
common syndrome through an unsupervised data analysis
methods.
Methods: We use methods of frequency analysis to analyze
the symptom, the four most frequent symptoms were
fatigue, dark urine, dry mouth, and irritability, frequencies
were 85.20%, 75.07%, 65.93% and 61.17%, respectively.
Factor analysis is a combination of multiple indicators of
several independent variables into indicators that can fully
reﬂect the parent information, avoiding the problem of
collinearity between variables. Using factor analysis, we
have the original 88 symptoms corresponding to 25 common
factors, and we get all the symptoms of common factors
corresponding to the distribution at the same time.
Results: Statistics results showed the general symptoms of
chronic hepatitis. The factor analysis extracted 25 common
factors reﬂected in the clinical syndrome that can cover
most of the contents of syndrome.
Conclusion: Syndromes of chronic hepatitis B is complex.
Based on clinical data of chronic hepatitis B, we use
unsupervised data analysis methods for analysis, in aim
to provide a reliable basis for the study of standardization
of syndrome.
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Introduction: Viral hepatitis (VH) infections are hyper
endemic in Mongolia. So, problem of VH is always in center
of Government attention. Therefore, HBV vaccination
introduced as mandatory immunization since 1991.
Objective: To study the rate of exposure of HBV infection in
vaccinated and nonvaccinated population during 20 years.
